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date: Fri May 20 18:30:24 2016
build: hgl9
display range: chrl6:1-792318 [1-792318]
hilite range: 0-0 [0-0]
reference SNP: chr16:392318
number of SNPs plotted: 5546
min P-value: 1.13E-18 [chr16:392318]
max P-value: 10E-1 [chr16:141238]
omitted Genes: POLR3K, SNRNP25, RHBDF1
omitted Genes: MPG, HBA2, HBA1
omitted Genes: HBQ1, ARHGDIG, AXIN1
omitted Genes: NME4, DECR2, MIR5587
omitted Genes: MIR3176, NHLRC4, PIGQ
omitted Genes: RAB40C, WDR90, RHOT2
omitted Genes: RHBDL1, STUB1, JMJD8
omitted Genes: WDR24, FBXL16, METRN
omitted Genes: FAM173A, CCDC78, HAGHL
omitted Genes: NARFL

Make more plots at http://csg.sph.umich.edu/locuszoom/



