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date: Fri May 20 18:12:53 2016
build: hgl9
display range: chrl1:1-749131 [1-749131]
hilite range: 0-0 [0-0]
reference SNP: chrl11:242859
number of SNPs plotted: 5250
min P-value: 8.07E-16 [chr11:242859]
max P-value: 10E-1 [chr11:218907]
omitted Genes: ODF3, BET1L, MIR6743
omitted Genes: SIRT3, PSMD13, IFITM2
omitted Genes: IFITM1, IFITM3, ANO9
omitted Genes: LRRC56, RASSF7, MIR210HG
omitted Genes: MIR210, LOC143666, CDHR5
omitted Genes: DRD4, TALDO1

Make more plots at http://csg.sph.umich.edu/locuszoom/



