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date: Fri May 20 18:39:24 2016
build: hgl9
display range: chr2:84984818-85984818 [84984818-85984818]
hilite range: 0-0 [0-0]
reference SNP: chr2:85484818
number of SNPs plotted: 6094
min P-value: 1.18E-8 [chr2:85484818]
max P-value: 9.99E-1 [chr2:85594349]
omitted Genes: CAPG, VAMPS8, VAMP5
omitted Genes: RNF181, TMEM150A, USP39
omitted Genes: C20rf68

Make more plots at http://csg.sph.umich.edu/locuszoom/



