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date: Fri May 20 18:23:43 2016
build: hgl9
display range: chr12:48479537-49779537 [48479537-49779537]
hilite range: 0-0 [0-0]
reference SNP: chr12:49379537
number of SNPs plotted: 7228
min P-value: 6.99E-21 [chr12:49379537]
max P-value: 1EO [chr12:49306215]
omitted Genes: ASB8, CCDC184, OR10AD1
omitted Genes: LALBA, MIR1291, SNORA2A
omitted Genes: CCNT1, LINC00935, ADCY6
omitted Genes: MIR4701, LOC100506125, CCDC65
omitted Genes: FKBP11, WNT10B, PRKAG1
omitted Genes: KMT2D, LMBRI1L, TUBA1A
omitted Genes: TROAP, C1QL4, DNAJC22
omitted Genes: SPATS2

Make more plots at http://csg.sph.umich.edu/locuszoom/



