—logo(p—Vvalue)

10

chr2:27741072

0.8

MAPRE3— <-SLC5A6 <-UCN <=-PPM1G <=-FNDC4 ZNF512—
- B 1 — [ ] —E-H

MRP"I:33—> <—BRI§—A81

T-IVIEM214—> ATR,?'\ID—> <—M“F_’|V17 NRI?'LD1—> C20rI16—> <—RBKS MIR4263|—>
—
<-AGBL5-AS1 CAD— <-GTF3C2 <|FT172 <-CCDC121 BRE—
1 He. THH-H CHOHHIH 1 }
AGBL5— <-SLC30A3 <=—EIF2B4 GCKR— GPN1—
[~ H [ ] HI—H HEH
<—OIST4 DNAJSZ5G - <= FTI—I1P3 <—SL£"PT7L
EMILIN1— TRIM54— KRTCAP3— SLC4AlAP—
[ —H H HHHHH
KHK— GTF3C2-AS1—
Hill 1
<-CGREF1 SNX17—
oHH =
ABHFI.31—> <—ZN.F513
<—P.REB
I I I I I
27.4 27.6 27.8 28 28.2

Position on chr2 (Mb)

100

N S (o)) o
o o o o

(QN/IND) 81l UoneuIqUI0IaY

o

2 genes
omitted



date:

build:

display range:

hilite range:

reference SNP:

number of SNPs plotted:
min P-value:

max P-value:

omitted Genes:

Thu May 26 17:15:17 2016

hg19

chr2:27241072-28241072 [27241072-28241072]
0-0[0-0]

chr2:27741072

4319

4.58E-8 [chr2:27741072]

10E-1 [chr2:28233133]

PRR30, TCF23

Make more plots at http://csg.sph.umich.edu/locuszoom/



