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date: Fri May 20 18:24:49 2016
build: hgl9
display range: chr12:53341468-54141468 [53341468-54141468]
hilite range: 0-0 [0-0]
reference SNP: chr12:53743064
number of SNPs plotted: 4065
min P-value: 5.84E-18 [chr12:53743064]
max P-value: 1EO [chr12:53354683]
omitted Genes: LOC283335, MIR6757, SOAT2
omitted Genes: RARG, C120rf10, AAAS
omitted Genes: PCBP2-0T1, MAP3K12, TARBP2
omitted Genes: LOC100652999

Make more plots at http://csg.sph.umich.edu/locuszoom/



